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Does Not Co.TDly 1645 
Corrected Diskette Needed 



RAW SEQUENCE LISTING r™-™ ™ 

PATENT APPUCATTON, WU1 SSI 1°S 01 

Input Set : A:\sequence.listing.txt 
Output Set: N:\CRF3\08062001\I518156.raw 

3 <110> APPLICANT: Tarleton, Rick 

4 Garg, Nisha 

AND MSEASr T ™ " lmmi °" ™™"IC AND ™ ER AP E0IIC IMI „ IMIOt , 

8 <130> FILE REFERENCE: 235.00201010 

10 <140> CURRENT APPLICATION NUMBER : 09/518 156 

11 <141> CURRENT FILING DATE: 2000-03-02 

13 <150> PRIOR APPLICATION NUMBER: 60/122 532 

14 <151> PRIOR FILING DATE: 1999-03-02 
16 <160> NUMBER OF SEQ ID NOS • 24 

18 <170> SOFTWARE : Patentln version 3 0 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 8 

22 <212> TYPE: PRT 

23 <213> ORGANISM: Trypanosoma cruzi 
25 <400> SEQUENCE: 1 

27 Val Asp Tyr Asn Phe Thr He Val 

28 1 5 

30 <210> SEQ ID NO: 2 

31 <211> LENGTH: 8 

32 <212> TYPE: PRT 

33 <213> ORGANISM: Gallus gallus 
35 <400> SEQUENCE: 2 

37 Ser lie He Asn Phe Glu Lys Leu 

38 1 5 

40 <210> SEQ ID NO: 3 

41 <211> LENGTH: 34 

42 <212> TYPE: DNA 

C--> 43 <213> ORGANISM: Artificial 

4 5 <220> FEATURE: 

4 6 <223> OTHER INFORMATION: forward primer ' 

48 <400> SEQUENCE : 3 P 

49 agtcgacgga tccatgattg catttgtcga aggc 

52 <210> SEQ ID NO : 4 34 

53 <211> LENGTH: 35 

54 <212> TYPE: DNA 

C--> 55 <213> ORGANISM: Artificial 

57 <220> FEATURE: 

58 <223> OTHER INFORMATION: reverse primer . 

60 <400> SEQUENCE : 4 primer 

61 atctagaagc ttcatagttc accgacactc agtgg 

64 <210> SEQ ID NO: 5 35 

65 <211> LENGTH: 35 

66 <212> TYPE: DNA 

C--> 67 <213> ORGANISM: Artificial 

69 <220> FEATURE: 

70 <223> OTHER INFORMATION: reverse primer 
72 <400> SEQUENCE : 5 
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RAW SEQUENCE LISTING DATE . 08/nfi/ , nm 

PATENT APPLICATION : US/09/518,156 TIME:' 15^04 53 

Input Set : A:\sequence.listing.txt 
Output Set: N:\CRF3\08062001\l518156.raw 

73 atctagaagc ttcatgccgc agcatttgct tcccc j 

76 <210> SEQ ID NO: 6, ( i d 35 

77 <211> LENGTH: 0 </ / f^^ 

78 <212> TYPE: PRT \ 

79 <213> ORGANISM: Skipped Sequence ) 
81 <400> SEQUENCE: 6 

W--> 82 000 

84 <210> SEQ ID NO: 7 \ 

85 <211> LENGTH: 8 ^ 

86 <212> TYPE: PRT \ .. . , | 

87 <213> ORGANISM: Trypanosoma uu.. 
89 <400> SEQUENCE: 7 

91 Val Asn His Arg Phe Thr Leu Val 

92 1 5 

94 <210> SEQ ID NO: 8 

95 <211> LENGTH: 8 

96 <212> TYPE: PRT 

97 <213> ORGANISM: Trypanosoma cruzi 

99 <400> SEQUENCE: 8 t- 

101 Val Asn His Asp Phe Thr Val Val J 

102 1 5 o ft* 

104 <210> SEQ ID NO: 9 f I ' 

105 <211> LENGTH: 0 — ~. ' \jj^ y cv &^^t-^^€ n 

106 <212> TYPE: PRT,- ^ ■ ^ ^ W 

107 <213> ORGANISM/ Skipped Sequence V , 
109 <400> SEQUENCE : 9 » w c L Xs^ . 

w--> no 000 [AaM 

112 <210> SEQ ID NO: 10 

113 <211> LENGTH: 28 

114 <212> TYPE: DNA 

C--> 115 <213> ORGANISM: Artificial, 

117 <220> FEATURE: 

?J! ° THER INFORMA "ON: forward primer 

120 <400> SEQUENCE: 10 

121 aggatccatg attgcatttg tcgaaggc 

124 <210> SEQ ID NO: 11 28 

125 <211> LENGTH: 30 

126 <212> TYPE: DNA 

C--> 127 <213> ORGANISM: Artificial' 

129 <220> FEATURE: 

130 <223> OTHER INFORMATION: reverse primer- 7 

132 <400> SEQUENCE: 11 

133 aaagcttcat agttcaccga cactcagtgg 

136 <210> SEQ ID NO: 12 30 

137 <211> LENGTH: 26 

138 <212> TYPE: DNA 

>-> 139 <213> ORGANISM: Artificial 

141 <220> FEATURE: 

142 <223> OTHER INFORMATION: forward primer 

The types of errors shown exist th roughout the Sequence Listing. Please check 
subsequent sequences for similar errors. 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/518 1 Sfi DATE: 08/06/2001 

ui/us/318,156 TIME : 15:04:53 

input set : A:\sequence.listing.txt 
Output Set: N:\CRF3\08062001\l518156.raw 

144 <400> SEQUENCE: 12 

145 aagatcttgt ggaaaggaat ttgagg 

148 <210> SEQ ID NO: 13 26 

149 <211> LENGTH: 28 

150 <212> TYPE: DNA 

C-> 151 <213> ORGANISM: Artificial 

153 <220> FEATURE: 

154 <223> OTHER INFORMATION: reverse primer 
156 <400> SEQUENCE : 13 P ^ 

)ll a ^^ ga ? tca cagtgggcgg ttgtacag 

160 <210> SEQ ID NO: 14 28 

161 <211> LENGTH: 27 

162 <212> TYPE: DNA 

C--> 163 <213> ORGANISM: Artificial 

165 <220> FEATURE: 

\ll lllf ° THER INFORM ATION: forward primer 

168 <400> SEQUENCE: 14 H er 

169 aagatctctg tgaggctgca gacgctg 

172 <210> SEQ ID NO: 15 27 

173 <211> LENGTH: 28 

174 <212> TYPE: DNA 

C-> 175 <213> ORGANISM: Artificial ^ C 

177 <220> FEATURE: 

178 <223> OTHER INFORMATION : reverse primer 

180 <400> SEQUENCE: 15 Primer 

181 acccgggtta ttggtcgcca ccgtttcc 

184 <210> SEQ ID NO: 16 28 

185 <211> LENGTH: 26 

186 <212> TYPE: DNA 

C--> 187 <213> ORGANISM: Artificial 
189 <220> FEATURE: 

\l°> I'nf ° THER INFORM ATION: forward primer 
192 <400> SEQUENCE: 16 H 

)ll g9 " cgattg gggttggtgt aatata 

196 <210> SEQ ID NO: 17 26 

197 <211> LENGTH: 26 

198 <212> TYPE: DNA 

C"> 199 <213> ORGANISM: Artificial 

201 <220> FEATURE: 

202 <223> OTHER INFORMATION: reverse primer 

204 <400> SEQUENCE: 17 ev erse Primer 

205 aaataatgta cgggkgagat gcatga 

208 <210> SEQ ID NO: 18 26 

209 <211> LENGTH: 0 

210 <212> TYPE: DNA 

\\\ lllf ° RGANISM: dipped Sequence . / 
213 <400> SEQUENCE: 18 1 
W--> 214 000 

216 <210> SEQ ID NO: 19 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/518,156 £2! 

Input Set : A:\sequence.listing.txt 
Output Set: N:\CRF3\08062001\l518156.raw 

217 <211> LENGTH: 0 

218 <212> TYPE: DNA 

2>? 1^ 3> 0RGANISM '' *iPPed Sequence ^ ~ 

221 <4 00^ SEQUENCE; 19 
W--> 222 000 > \ ) 

224 <210> SEQ ID NO: 20 j . » 

225 <211> LENGTH: 1656 

226 <212> TYPE: DNA 

»; t \™: iiiiiizi =r ag acac — 60 

234 tcaacggaga tgccggctgc tggac C ga Cg gg^ctca^ ll^™ 9 * Cgttgg ^* 120 

236 gtgaaagcgt cacaagacgc cgacgcggcg gccattaaJa cttTTT™ gcaac *ggag 180 

238 gtgacatctc agtcgcacga qaqtatatrt ~n+ I <Jttatttcca gtccgaattg 240 

240 cggaacgggg agca'gagc'g ^ctagggc caacgaacgg* 3 00 ° 

242 gggaagggga cggaccccaa acagcgagtg J S " ggt *9 c * c cgttccaact 360 

244 ggacaaaacc agcacggtag agagggtgac tllaatatll tgC " agcgat ^acgcggag 420 

246 gg tc gC gtac aggtgctgga gcaaatatt aagggt 9"t ccgtgaagat ggactcccct 480 

248 gaattagaac tjjga£c gcgacgg' 9 cSa^ 9 ? ° tgCattgaa cagacagcta 540 

250 gtgcagcgcc agaccgaggc ccatgcS totr^ 9 aCaagcac ? ct tttacctgat 600 

252 gctccgccac tgatgtca^a t^**! cg^SSc iTrT^ gaatagtgct «0 

254 caacagcaac aagtggaaga tctacataa 3 III IT tcttta cagg gcaacaacaa 720 

256 agaatgcgct atggttacga ggaggg"' " a 1 g<Jtgggaaac ^agcgagg 780 

258 ccacgttgcg caggtcgtat ggg^ccccg IIIZITT " tCagat ^ tgagggccgt 840 

260 agcagcagga accatcggaa ccctcacact ? "tcaacaca accgcctcga 900 

262 ccccattcgt ccagacaaaa aagtcaccc' TclTalT" C " at W CM ta <*cat g tt 960 

6 ttggcggcgt ccgcaaccaa tcg'ccgag"? 22 ^V**?" ^taccg 1020 

266 ggaccttctt atcttttcga acgcctcaac lltntn ? gacaacatac ccgaccccgc 1080 

268 ctgaagcgct ctctcatgL tcgcScIac c ? 9 Caatt( ^at gctggagacg n 40 

70 gttgtgcggc ccgccgcgaa gccccg^aa ggcaSt agaagga ^ ^00 

272 ccaccgccca tgtcatcatc ot™r««« ^gcacgcggt ctgttccacc accaccgcca 1260 

«j r t g c a ,c, tl^Zll tS°? 9tt5c 

276 tcaaggggca atcgagtttc agaa.Lg" coSSS ' tt " 9C? « t *ra«»"cc, 1380 
278 aagaaatgc, cgcogggcct aaccca.ctc cattSet, " 9 "= cttc "ttgggggg 1440 

- ,~ ~? :~ 

2a, 4 ^» T '~° -~ Sr" ~ 



295 <400> SEQUENCE • 21 " J 

HI "llVZ\?Tlr tCtC ' a " t9 

300 <211> LENGTH: 14 

301 <212> TYPE: PRT 



39 
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JAW SEQUENCE LISTING 
PATENT Wucknm , 

Input Set ■ a v ' U4:!)J 

°«tput Set: ^XcSv^; 1 "^-^ 
C-> 302 o,,v NCRF3 \° 80620 °l\I518156.ra W 

'Jo i 1 " SSr Thr Me t Ala Giy Thr G . f 

S iy Leu Glu Val Rio at 

, 13 <21 1> LENGTH: 41 
314 <212> TYPE: DNA 

lit r - «, * r ^ Asp val Pro jsp ^ 

1 n 7 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/5 1« ° ATE: 08 /°6/2001 

7 /518 ' 156 TIME: 15:04-54 



d Hi i ; S ~* « sj: 0 °r isM <~ s - ™-3 

L:82 M:300 W-' , 5^ rt^t ° r ^valid format' <2 13> Z™ 1 ™ f ° r SE0 - ^# : 4 

LrllO M:300 w fso, ff n ° naUy Ski PP ed Sequence si * ORGANISM for SEQ i D#:5 
L--H5 M-220 C- lid ItentlMall y skipped Sequence ' • S f Uence Id < 6 > SEQUENCE: 
L--127 M-220 c-' ^ miSS P e1 ^ or invalid forS " ?f? Uence Id (9) SEQUENCE : 
L:139 m-220 C-' K Z * miSSpelled or invalid format f ORGANISM for SEQ I D#:10 

L:151 M-220 C- Ke™ ^ miSSpeUed ^ invalid L™ ' ° RGANISM fo ^ SEQ IDt:11 

L:163 M-220 C-' Kpvw h miSSpelled or invalid foSat' < ?1 f ^ N ^SM for SEQ I D# : u 
L-175 m-220 r * eyword misspelled or invalid fZTl' ORGANISM for SEQ i D #-i3 

I--187 M--22 c Ke e r r , d mlSSpelled or fo^t' ° RGANISM ™0 S#:'l4 

L:199 M-220 c' f miss P e Hed or invalid forl^' I ORGANISM for SEQ i D #-i 5 

1-222 M:300 w- 50 T Ir \ tentlonal ly skipped Sequence <™ ORGANISM for SEQ i D #:i 7 

1-290 M.-220 C-' levlorT S ^ ed Sequence' ■' SeT^ " (18) SEQUENCE : 

L:302 M.-220 C- TjZ» h miSS P elled °r invalid foS "J??" " (19) SEQUENCE: 

L-315 m Keyword misspelled or invalid *° rmat ' <213 > ORGANISM for SEO r M .„ 

™ - * EE - £ S £> = £ 5 £? 

ormat, <213> ORGANISM for SEQ l D #:24 
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Raw Sequence Listing Error Summary 



ERROR DETECTED SUGCESTED CORRF.fTlON SERIAL NUMBER: 0 j T/ 3,1? t 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO 



1 Wrapped Nucleics 

Wrapped Aminos 



The number/text it the end of each line "wrapped" down to the next line. This may occur if vour f.le 
was retrieved » a word processor after creating it Please adjust your right margin to .3- this will 
prevent wrapping." 



2 Invalid Line Length The rules require that a line not exceed 72 characters in length, this includes white spaces. 

3 — M Sen d „r no 



Non-ASCII 



5 Variable Length 



6 Patentln 2.0 

"bug" 



_Skipped Sequences 
(OLD RULES) 




Skipped Sequences 
(NEW RULES) 



_Use of n's or Xaa's 
(NEW RULES) 



10 



12 



Jnvalid <213> 
Response 



_Use of<220> 



_PatenlIn 2.0 
"bug" 



Hie submitted Hie was not saved in ASCII(DOS) text, as req uired by the Sequence Rules Please 
ensure your subsequent submission Is saved In ASCII text. 

Sequences) contain n's or Xaa'i representing more than one residue. Per Sequence Rules. 

each n or Xaa can only represent a sln £ le residue. Please present the maximum number ofeach 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 
/■» 

A "bug" in Patentln version 2.0 has caused to <220>.<223>*cti,>n to be missing from amino tcid " 

sequencers) Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant "<220>-<223> section to 
the subsequent ammo acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 

Sequence^) missing. If intentional, please insert the following lines for each skioDed seouen^- 

(2) INFORMATION FOR SEQ ID NO:* (insert SEQ ID NO where V is slwn) ^ 
(0 SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading 

W SEQUENCE DESCRIPTION^ ID NO:X: (insert SEQID NO where 1 isj own) & 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the skipped sequences. 

Sequenced missing. If Intentional, please insert the following lines for each skipped sequence 

<2I0> sequence id number ' M""'". 

<400> sequence id number 
000 

Use of n's and/or Xaa's have been detected in the Sequence Listing 

| P ^™l\°^X ,Ce RuleS, . U " ° f <220> - <223> « MANDATORY if n's or Xaa's are present. 

in <220> to <223> secHon, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1 823 of Sequence Rules, the only valid <2 13> responses are: Unknown. Artificial Sequence, or 

L SciaT^n" '"^ <220> - <2J3> Sefli0n ,S rc " u,rcd whe " <™> response's Unknown or 

Sequences) missing the <220> "Feature" and associated numeric identifiers and responses 

°J <22 °: 1°, <223> " MANDATORY if <2 13> "Organism" response is "Artificial Sequence"" 
Unknown. Please explain source of genetic material in <220> lo <223> section 
(See "Federal Register," 06/01/1998, Vol. 63, No. 104, pp 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentln vers.on 2.0. This causes a corrupted file 
resultmg .n missing mandatory numeric identifiers and responses (as indicated on raw sequence 
hstmg). Instead, please use "File Manager" or any other manual means to copy file to floppy disJc 



13 



Misuse of n 



n can only be used to represent a single nucleotide in a nucleic acid sequence. N is not used to represent 
any value not specifically a nucleotide. «*prcscm 



AMC/MH - Biotechnology Systems Branch - 08/2 1/2001 



